[ 3 H]acetyl-CoA/ [ 3 H] SAM (PerkinElmer Life Sciences) and further incubated for another 10 min in a 30µl reaction. The reaction mixture was then blotted onto P81 (Whatman) filter paper and radioactive counts were recorded on a Wallac 1409 liquid scintillation counter.
Immunohistochemical analysis of tumor samples:
Solid tumors from DMSO and luteolin injected mice were fixed with 10% phosphate buffered formalin, processed and embedded in paraffin. 4 micron sections were cut and deparafinized in xylene, and dehydrated in graded alcohol and finally hydrated in water.
Antigen retrieval was performed by boiling the slide in 10 mM sodium citrate (pH 6.0) for 30 min. Immunohistochemical analysis were performed using antibodies against histone H3K9ac , H3K14ac, H4K8ac, H4K12ac and proliferation marker Ki67 and developed by using 3, 3-diaminobenzidine tetrahydrochloride (DAB) as a substrate. Sections were counterstained with Gill's hematoxylin and mounted under glass cover slips. Images were taken using a Zeiss fluorescent microscope. Positive cells (brown) were quantified using the Fiji Image J software. Three samples for each treatment (3 tissues for control DMSO and 3 tissues for Luteolin treated tumors) and one slice per animals were used for quantification. 2.78M, and core histones were varied from 0.003 to 0.068 M. The incorporation of the radioactivity was taken as a measure of the reaction velocity recorded as counts/min. Each experiment was performed in triplicate, and the reproducibility was found to be within 15% of the error range. Weighted averages of the values obtained were plotted as a Lineweaver-Burk plot using Graph-Pad Prism software.
Primer information:
qRT-PCR primers:
Gene ID Forward primer (5'-3') Reverse primer (5'-3')
To assess miRNA expression levels, a universal primer was used in combination with an miRNA sequence specific primer corresponding to the miRNA sequence itself.
ChIP qPCR primers:
Gene ID Forward primer (5'-3') Reverse primer (5'-3') 
